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Usage


The vk genome command can be used to download and prepare reference genomes for use with other tools within vcf-kit.



Setup Genomes



View/set genome directory


By default, genomes are stored within your home directory in a .genome folder. The location of this directory can be viewed by typing:


vk genome location






Similarly, you can change the location by adding a path:


vk genome /path/to/my/new/genome/directory









List genomes


A list of downloaded genomes can be viewed using:


vk genome list











NCBI Genomes


vcf-kit makes it easy to obtain and prepare genomes from the NCBI genome database [http://www.ncbi.nlm.nih.gov/genome/]. To do this, it downloads a text file containing a list of all available genomes and uses this for searching purposes. To search for a genome, you can type:


vk genome --search="Human cyclovirus"






The results of the search will be output in a table:



  Genome Directory: /Users/dancook/.genome


  Searching...

    assembly_accession    bioproject    organism_name               asm_name         ftp_path
    --------------------  ------------  --------------------------  ---------------  ----------------------------------------------------------------------
    GCF_000908835.1       PRJNA209365   Human cyclovirus VS5700009  ViralProj209365  ftp://ftp.ncbi.nlm.nih.gov/genomes/all/GCF_000908835.1_ViralProj209365
    GCF_000918035.1       PRJNA243497   Human cyclovirus            ViralProj243497  ftp://ftp.ncbi.nlm.nih.gov/genomes/all/GCF_000918035.1_ViralProj243497

  To download a genome and setup for use:

    vk genome --ref=<asm_name>







def great():
    1 + 1






<p>HTML Document</p>






As the instructions illustrate, you can download the genome by providing the asm_name (assembly name).



Downloading Genomes from RefSeq


vk genome --ref=ViralProj209365









Download referecence from wormbase


Reference genomes can be obtained from wormbase by specifying the wormbase version.


vk genome wormbase --ref=WS245
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